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evolution, speciation, 256 

Cyprinodon, Cyprinodontidae, fish, genetic introgression, pup- 
fish, 2014 

embryo abortion, fertilization success, irises, pollen-tube com- 
petition, reproductive isolation, 2201 

fire ants, hybrid fitness, mosaic hybridization zone, Selenopsis 
invicta, Solenopsis richteri, 1958 

gene flow, mating system, mixed-mating model, Quercus, 900 

imprinting, inbreeding avoidance, mate choice, speciation, spe- 
cies recognition, 2471 

Iris, pollen competition, pollen-tube attrition, reproductive iso- 
lation, 1871 
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INBREEDING 

additive genetic variance, fitness effects, nonadditive genetic 
variance, realized heritability, selection, 723 

angiosperm, genetic load, gymnosperm, inbreeding depression, 
literature survey, magnitude, mating system, outcrossing, 
plants, purging, recessive lethals, selfing, timing, 54 

Ascidian, Corella, gender, incompatibility, marine, mating sys- 
tem, 1896 

asteraceae, Bidens cervicata, Bidens sandvicensis, female, gyn- 
odioecy, Hawaii, hermaphrodite, inbreeding depression, selfing 
rate, sex ratio, 842 

birds, cost of dispersal, dispersal, Ficedula albicollis, frequency 
of inbreeding, inbreeding avoidance, null models, random mat- 
ing, 1625 

bottleneck, fitness rebound, genetic load, inbreeding depression, 
Lepidoptera, 2000 

canalization, Drosophila melanogaster, genetic drift, peak shifts, 
phenotypic variance, 1919 

Collinsia heterophylla, inbreeding coefficient, inbreeding depres- 
sion, outcrossing rate, 879 

deleterious mutations, evolution, genetic load, inbreeding de- 
pression, mating system, selfing rate, 1425 

drought stress, inbreeding depression, Lychnis flos-cuculi, 1119 

effective population size, genetic drift, nonrandom mating, 1786 

founder effect, genetic load, inbreeding depression, Peromyscus 
polionotus, 2187 

inbreeding depression, mating system evolution, Pinus sylvestris, 
seed abortion, self-fertilization, Pleistocene refugium, vicari- 
ance biogeography, 195 

inbreeding depression, Mimulus, natural selection, quantitative 
genetics, self-fertilization, 1501 

polydomy, queen number, relatedness, social insects, 285 


INSECTS. See also DROSOPHILA 

Acyrthosiphon pisum, genetic variation, morphology, natural se- 
lection, parthenogenesis, pea aphids, rapid evolution, 163 

adaptation, African Bicyclus butterflies, historical constraints, 
phenotypic integrity, plasticity, polyphenism, reaction norms, 
2360 

additive genetic variance, fitness effects, inbreeding, nonadditive 
genetic variance, realized heritability, selection, 723 

allometry, artificial selection, dimorphism, horned beetle, Onth- 
ophagus acuminatus, threshold, 1219 

allozymes, dispersal, Euphilotes enoptes, gene flow, isolation by 
distance, Lycaenidae, neighborhood size, phytophagous insect, 
stepping-stone model, 1990 

Anthocyanins, Charidotella bicolor, Deloyala guttata, polymor- 
phism, selection, tortoise beetles, 957 

apomixis, evolution of sex, parthenogenesis, phylogeny, poly- 
ploidy, root weevil, 734 

Asclepias fasicularis, heritability, milkweed bug, Oncopeltus fas- 
ciatus, wing length, 442 

Bacillus, clonals, genome addition, parental species recreation, 
polyploidy, unisexual diversification, 1251 

beetles, behavior, comparative method, morphology, Namib des- 
ert, phylogeny, physiology, Tenebrionidae, 1231 

biogeography, crickets, Hawaii, Laupala, mtDNA, phylogeny, ra- 
diation, speciation, 237 

bottleneck, fitness rebound, genetic load, inbreeding depression, 
Lepidoptera, 2000 

coevolution, phenotypic selection, Phyllotreta cruciferae, plant- 
mediated interactions, plant resistance, Plutella xylostella, 1492 

bumblebees, floral evolution, Polemonium viscosum, 120 

butterflies, geographic variation, hybridization, mimicry, Papilio 
canadensis, Papilio glaucus, sex linkage, wing-color dimor- 
phism, x-chromosome modifier, 222 

butterfly wing patterns, Heliconius erato, Heliconius melpomene, 
mimicry, phylogeny, miDNA, Pleistocene refugium, vicariance 
biogeography, 195 

calling song, crickets, hybrid zone, hybridization, phonotaxis, 
reinforcement, reproductive character displacement, 1982 

Chrysopidae, gametic barrier, hybridization, reproductive isola- 
tion, sperm transfer, 1598 
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contextual analysis, levels-of-selection, queen-worker conflict, 
reproductive allocation, social insects, 298 

courtship feeding, crickets, Gryllodes sigillatus, mate choice, sex- 
ual selection, sperm competition, spermatophore, 694 

crickets, environmental variability, genetic correlations, geno- 
type-environment interaction, Gryllus pennsylvanicus, \ife-his- 
tory characters, phenotypic correlations, pleiotropy, 267 

crickets, genetics of species differences, Hawaii, hybridization, 
Laupala, song evolvtion, speciation, 256 

developmental stability, Enthomophthora muscae, Musca domes- 
tica, parasitism, predation, sexual selection, 746 

diapause, mosquito, pleiotropy, tradeoffs, Wyeomyia, 1178 

diet breadth, host range, monophagous, performance, polypha- 
gous, preference, 831 

diploid males, euglossine bees, population genetics, social evo- 
lution, 931 

DNA fingerprinting, kin-selection, nestmates, Perdita texana, so- 
ciality, 276 

enzyme polymorphism, fire ants, phosphoglucomutase, physiolog- 
ical genetics, selection, social insects, Solenopsis invicta, 2387 

Eurosta solidaginis, host shifts, intraspecific phylogeography, 
mtDNA, plant-insect interactions, Solidago, speciation, 777 

female choice, male-male competition, sex-limited mimicry, ter- 
ritorial behavior, 717 

field experiment, natural selection, Odonata, ontogeny, phenotype 
manipulation, selection differential, selection gradient, 1939 

G-matrix, Precis, wing pattern, 1585 

grasshopper, hybrid zone, life history, Melanoplus, reproductive 
isolation, speciation, 704 

growth rate, Lepidoptera, life history, photoperiod, plasticity, Sa- 
tyrinae, seasonality, 1351 

inbreeding, polydomy, queen number, relatedness, social insects, 
285 

leafminers, parasitoids, phenotypic selection, Phyllonorycter mes- 
pilella, plant-insect interactions, Pnigalio flavipes, Sympiesis 
marylandensis, 1579 

mealybug, paternal genome loss, sex determination, sex ratio, 
2100 

LIFE HISTORY 

adaptation, life-history evolution, mark-recapture, mortality, se- 
lection, size-selective predation, 1651 

age, allometry, common principal components, constraint, de- 
velopmental time, Gerridae, growth, heterochrony, morpho- 
metrics, ontogeny, size, 2412 

age at maturity, development time, food supply, foraging effort, 
growth rate, optimization, predation, size at maturity, 1052 

aging, development rate, Drosophila melanogaster, growth rate, life- 
history evolution, starvation, stress resistance, trade-offs, 753 

aging, Drosophila, genetic engineering, life-history evolution, 
lifespan, trade-offs, 795 

allozymes, comparative approach, control region, Etheostoma, 
gene flow, gene genealogy, mitochondrial DNA, Percina, 2023 

Arabidopsis, Brassica rapa, genetic trade-offs, life-history evo- 
lution, pleiotropy, 1849 

Arabidopsis thaliana, flowering time, gigantea, life-history trade- 
offs, quantitative-trait locus (QTL), QTL mapping, recombi- 
nant inbred lines, resource allocation, 140 

body size, development time, fecundity, fitness trade-off, genetic 
correlation, life-history evolution, longevity, selection, 1193 

clutch size, heritability, natural selection, offspring size, timing 
of reproduction, 1314 

cost of reproduction, egg limitation, egg size, fecundity, life- 
history trade-offs, parasitoids, sencscence, 2089 

costs of reproduction, fecundity, lifetime reproductive success, 
lizards, offspring size, reproduction, reproductive effort, 
snakes, survival, 2111 

crickets, environmental variability, genetic correlations, geno- 
type-environment interaction, Gryllus pennsylvanicus, life-his- 
tory characters, phenotypic correlations, pleiotropy, 267 

density-dependent selection, quantitative genetics, reaction norm, 
selection gradient, 1775 

environmental stress, genotype-by-environment interaction, her- 
itability, Jmpatiens pallida, life-history characters, 1083 
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evolutionary genetics, life-history evolution, minisatellite DNA, 
mtDNA, Oncorhynchus nerka, sockeye salmon, zoogeography, 
401 
germination, growth, life-history evolution, maternal effects, on- 
set of reproduction, parental effects, paternal effects, Plantago 
lanceolata, pre- and postzygotic effects, seed weight, temper- 
ature, 865 
grasshopper, hybrid zone, Melanoplus, reproductive isolation, 
speciation, 704 
growth rate, Lepidoptera, photoperiod, plasticity, Satyrinae, sea- 
sonality, 1351 
leafminers, parasitoids, phenotypic selection, Phyllonorycter mes- 
pilella, plant-insect interactions, Pnigalio flavipes, Sympiesis 
marylandensis, 1579 
MAMMALS 
behavior, body mass, cross-fostering, domestication, genetic cor- 
relation, heritability, locomotion, maternal effects, physiology, 
relaxed selection, trade-off, 1688 
bottleneck, colonization history, field vole (Microtus agrestis), geo- 
graphic structure, mitochondrial DNA, Y-chromosome, 2073 
complementation, house mouse, mathematical model, meiotic 
drive, polymorphism, population genetics, t haplotypes, 2488 
MOLLUSKS 
allozymes, fitness, fluctuating asymmetry, growth rate, 2158 
cleavage pattern, gastropods, mesoderm, mesodermal stem cell, 
phylogeny, 1526 
MORPHOLOGY 
Acyrthosiphon pisum, genetic variation, natural selection, parthe- 
nogenesis, pea aphids, rapid evolution, 163 
allometry, Cerion, form, gastropod, growth, morphospace, 341 
alloyzmes, character-set congruence, fitness, hybrid zone, Men- 
ippe, mtDNA, phylogeography, taxonomic congruence, total 
evidence, 655 
beetles, behavior, comparative method, Namib desert, phylogeny, 
physiology, Tenebrionidae, 1231 
Canary Island lizards, ecogenesis, geographic variation, island 
evolution, mtDNA sequence, natural selection, partial Mantel 
tests, phylogenesis, phylogeography, selective neutrality, 524 
Carcinus maenas, Littorina obtusata, natural selection, pheno- 
typic plasticity, shell morphology, 448 
catfishes, decoupling, evolutionary morphology, functional de- 
sign, Loricarioidea, morphometrics, 1661 
constraints, mass extinctions, phylogenetic effects, sorting, spe- 
ciation, trends, Wright’s Rule, 990 
DNA fingerprinting, minisatellite, Passerculus sandwichensis, 
population structure, Savannah sparrow, 1631 
NEMATODES 
Bergmann size cline, Bergmann’s Rule, body size, Caenorhabditis 
elegans, cell size, temperature, 1259 
PARASITISM 
allozymes, habitat selection, host races, population structure, spe- 
ciation, symbiosis, sympatric differentiation, Synalpheus, 360 
behavior, phylogeny, susceptibility, 807 
birds, bursa of Fabricius, host-parasite coevolution, immune de- 
fense, mode of transmission, spleen, virulence, 2066 
coevolution, gene flow, population structure, Red Queen hy- 
pothesis, sexual reproduction, 2264 
comparative analysis, copepods, phylogeny, sexual size dimor- 
phism, 2520 
developmental stability, Enthomophthora muscae, Musca domes- 
tica, predation, sexual selection, 746 
epidemiology, horizontal transmission, pathogen, pathogenicity, 
vertical transmission, virulence, 1729 
PHYLOGENY 
adaptation, character mapping, homology, homoplasy, parallel- 
ism, 504 
adaptation, African Bicyclus butterflies, historical constraints, 
phenotypic integrity, plasticity, polyphenism, reaction norms, 
2360 
adaptative radiation, character displacement, geckos, mtDNA, 
Phelsuma, Seychelles, 604 
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adaptive radiation, cytochrome oxidase, genetic distance, host 
shifts, maximum likelihood analysis, molecular clock, my- 
cophagy, 2328 

Aegean region, frogs, geology, molecular clock, protein electro- 
phoresis, Rana esculenta group, rate of evolution, 1676 

African origin, Mitochondrial Eve, phylogenetic trees, topiary 
pruning, 977 

Ambystoma, axolotl, biogeography, D-loop, mtDNA, tiger sala- 
mander, 417 

Anolis, character displacement, evolution of body size, Lesser 
Antilles, linear parsimony, squared-change parsimony, taxon 
cycle, 594 

apomixis, evolution of sex, parthenogenesis, polyploidy, root 
weevil, 734 

Atlantic, Gastropoda, islands, parallelism, terrestriality, Trunca- 
tellidae, 682 

beetles, behavior, comparative method, morphology, Namib des- 
ert, physiology, Tenebrionidae, 1231 

behavior, parasite, susceptibility, 807 

biogeography, crickets, Hawaii, Laupala, mtDNA, radiation, spe- 
ciation, 237 

biological diversity, biotal evolution, macroevolution, paleo- 
biology, phylogenetic analysis, systematics, 1 

breeding system, Eichhornia, enantiostyly, optimization scheme, 
Pontederiaceae, self-fertilization, tristyly, 1454 

butterfly wing patterns, Heliconius erato, Heliconius melpomene, 
mimicry, mtDNA, 

cladistics, Echinocardium, morphometrics, ontogeny, sea urchins, 
348 

cladogenesis, extinction, maximum likelihood, neighbor joining, 
parsimony, phylogenetic tree, speciation, tree balance, tree 
shape, tree symmetry, UPGMA, 1418 

cleavage pattern, gastropods, mesoderm, mesodermal stem cell, 
Mollusca, 1526 

comparative analysis, copepods, parasitism, sexual size dimor- 
phism, 2520 

comparative method, computer simulation, speciation, statistics, 
systematics, 12 

comparative method, evolution, phylogenetic analysis, popula- 
tion genetics, quantitative genetics, systematics, 1404 

community structure, comparative method, ecological invasions, 
habitat selection, molecular phylogeny, regional diversity, spe- 
ciation, 2461 

cytochrome c oxidase I, doubly uniparental inheritance, Fuscon- 
aia, Geukensia, Mytilus, Pyganodon, phylogenetics, 2276 

macroevolution, phylogenetic trees, punctuated equilibria, spe- 
ciation rates, tree balance, tree topology, 2141 


PLANTS 


Acremonium, allozymes, Epichloé, grass endophytes, linkage 
analysis, mode of transmission, stroma formation, 1879 

adaptive phenotypic plasticity, Cakile, leaf size, multivariate se- 
lection analysis, path analysis, water-use efficiency, 92 

additive genetic effects, diallel, gametophytic selection, maternal 
effects, meiotic drive, non-Mendelian inheritance, parental ef- 
fects, pollen performance, 44 

allozyme diversity, Alsinidendron, breeding systems, Caryophyl- 
laceae, dioecy, genetic diversity, gynodioecy, Hawaiian Is- 
lands, islands, phylogenetic analysis, Schiedea, subdioecy, 23 

allozyme electrophoresis, chemical defense, Chrysomelidae, host 
plants, Oreina, phylogeny, viviparity, 2373 

angiosperm, genetic load, gymnosperm, inbreeding depression, 
literature survey, magnitude, mating system, outcrossing, 
plants, purging, recessive lethals, selfing, timing, 54 

Arabidopsis, Brassica rapa, genetic trade-offs, life-history evo- 
lution, pleiotropy, 1849 

Arabidopsis thaliana, flowering time, gigantea, life-history trade- 
offs, quantitative-trait locus (QTL), QTL mapping, recombi- 
nant inbred lines, resource allocation, 140 

Asclepias tuberosa, ESS model, inflorescence design, inflores- 
cence size, milkweed, pollen transfer, sexual selection, size- 
number trade-offs, 2165 

asteraceae, Bidens cervicata, Bidens sandvicensis, female, gyn- 
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odioecy, Hawaii, hermaphrodite, inbreeding depression, selfing 
rate, sex ratio, 842 

autogamy, dominance, flower size, heterosis, heterostyly, ho- 
meostasis, mating system, mutation rate, mutation-selection 
balance, overdominance, pollination, polyploidy, 1478 

autogamy, heritability, selection, self-compatibilty, 892 

bacteria, Bradyrhizobium, coevolution, legumes, linkage dis- 
equilibrium, mutualism, nitrogen fixation, polymorphism, sym- 
biosis, 146 

Brassica campestris, Brassica rapa, correlational selection, dif- 
fuse coevolution, nonadditive effects, pairwise coevolution, 
phenotypic selection, Phyllotreta cruciferae, plant-mediated in- 
teractions, plant resistance, Plutella xylostella, 1492 

Brassica rapa, disease resistance, fungal pathogens, Leptosphaer- 
ia maculans, Peronospora parasitica, 1859 

breeding system, Eichhornia, enantiostyly, optimization scheme, 
phylogeny, Pontederiaceae, self-fertilization, tristyly, 1454 

bumblebees, floral evolution, Polemonium viscosum, 120 

cadmium tolerance, copper tolerance, genetics, Silene vulgaris, 
zinc tolerance, 1888 

Cakile, genetic covariance matrix, leaf size, local adaptation, ret- 
rospective selection analysis, water-use efficiency, 103 

chloroplast DNA, denaturing gradient gel electrophoresis, gene 
flow, nonequilibrium population structure, 1822 

Clarkia gracilis, femaie fitness, fertility selection, floral poly- 
morphism, male fitness, nonrandom mating, 71 

Clarkia tembloriensis, developmental stability, evolution of self- 
pollination, fluctuating asymmetry, leaf development, 80 

comparative method, evolution, phylogenetic analysis, popula- 
tion genetics, quantitative genetics, systematics, 1404 

coefficient of coancestry, demographic genetics, Fst, heterozy- 
gosity, Lesquerella fendleri, population genetic structure, seed 
bank, seedlings, temporal genetic change, 1830 

costs of resistance, genetic polymorphism, host phenology, male 
reproductive success, plant-pathogen interactions, Silene lati- 
folia, 1098 

deleterious mutation, evolution, genetic load, inbreeding depres- 
sion, mating system, selfing rate. 1425 

Dicerandra linearifolia, environmental heterogeneity, genetic 
correlation, genotype-by-environment interaction, phenotypic 
plasticity, programmed developmental change, temperature, 
1111 

drought stress, inbreeding depression, Lychnis flos-cuculi, 1119 

embryo abortion, fertilization success, hybridization, irises, pol- 
len-tube competition, reproductive isolation, 2201 

environmental stress, gametophytic selection, genetic marker, 
male fitness, nonrandom fertilization, paternity, pollen-tube 
competition, pollination, 1866 

Eurosta solidaginis, host shifts, intraspecific phylogeography, 
mtDNA, plant-insect interactions, Solidago, speciation, 777 

evolutionary response to selection, floral traits, genetic correla- 
tion, heritability, Jpomopsis aggregata, nectar production, pol- 
linator-mediated selection, 1442 

Fagus sylvatica, intraspecific cpDNA diversity, phylogeography, 
seed transfer, universal primers, 2515 

floral traits, gamete production, gender, maternal effects, popu- 
lation differentiation, quantitative characters, sex allocation, 
2509 

floral traits, lifetime male fitness, natural selection gradients, pa- 
ternity analysis, Raphanus raphanistrum, wild radish, 1137 

founder effect, frequency-dependent selection, genetic drift, Lyth- 
rum salicaria, population structure, sexual polymorphism, tris- 
tyly, 126 

founder effect, gene flow, Lathyrus, Leguminosae, Moran’s Index, 
population substructuring, spatial autocorrelation, temporal 
variation, 1808 

gene flow, genetic drift, neighborhood size, pollen dispersal, seed 
dispersal, Zostera marina, 856 

gene flow, hybridization, mating system, mixed-mating model, 
Quercus, 900 

genetic markers, heritability, Mimulus, quantitative genetics, re- 
latedness, 1074 

germination, growth, life-history evolution, maternal effects, on- 
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set of reproduction, parental effects, paternal effects, Plantago 
lanceolata, pre- and postzygotic effects, seed weight, temper- 
ature, 865 

hybridization, /ris, pollen competition, pollen-tube attrition, re- 
productive isolation, 1871 

inbreeding depression, mating system evolution, Pinus sylvestris, 
seed abortion, self-fertilization, Pleistocene refugium, vicari- 
ance biogeography, 195 

lifetime fitness, multiplicative fitness components, natural selec- 
tion gradients, path analysis, Raphanus raphanistrum, wild rad- 
ish, 1127 

mast seeding, model, plant, storage, 1795 

orchid, outcrossing, pollen flow, pollination, population genetic 
structure, pseudocopulation, selection, sexual deception, 2207 

plant mating systems, pollen competition, sexual selection, wild 
radish, 1842 


POPULATION 


additive genetic variance, epistasis, mouse, population bottle- 
necks, quantitative trait loci, 1042 

allorecognition, Hydractinia symbiolongicarpus, transmission ge- 
netics, 2221 

allozyme variation, Cyprinidae, geographic variation, mtDNA, 
population fragmentation, 1280 

allozymes, effective population number, genetic drift, mtDNA, 
temporal variation, 454 

allozymes, habitat selection, host races, parasitism, population 
structure, speciation, symbiosis, sympatric differentiation, Syn- 
alpheus, 360 

anadromy, assortative mating, divergent selection, isolating 
mechanisms, kokanee, Oncorhynchus nerka, sockeye, specia- 
tion, sympatric populations, 1265 

antagonistic pleiotropy, environmental heterogeneity, mutation- 
selection balance, phenotypic plasticity, 2316 

autocorrelated environment, population extinction, quantitative 
characters, random environment, 434 

autogamy, heritability, selection, self-compatibility, 892 

bottlenecks, colonization history, field vole (Microtus agrestis), 
geographic structure, mitochondrial DNA, Y-chromosome, 
2073 

bottlenecks, Drosophila mercatorum, founder-flush, genetic tran- 
silience, speciation, 909 

bottlenecks, fitness rebound, genetic load, inbreeding depression, 
Lepidoptera, 2000 

bottlenecks, founder-flush speciation, morphometric differentia- 
tion, multivariate analyses, 935 

bottlenecks, genetic variation, heterozygosity, latitudinal varia- 
tion, 2548 

Bufo marinus, colonization, CRT-MCA, population differentia- 
tion, 944 

canalization, Drosophila melanogaster, genetic drift, inbreeding, 
peak shifts, phenotypic variance, 1919 

Cecropia obtusifolia, colonizing species, demographic genetics, 
disturbance, F-statistics, gaps, patch dynamics, population-ge- 
netic structure, seed-bank genetics, seed dispersal, tropical rain 
forest, 1155 

chaos, evolution of sex, population dynamics, quantitative ge- 
netics, 532 

chloroplast DNA, denaturing gradient gen electrophoresis, gene 
flow, nonequilibrium population structure, 1822 

coefficient of coancestry, demographic genetics, Fst, heterozy- 
gosity, Lesquerella fendleri, population genetic structure, seed 
bank, seedlings, temporal genetic change, 1830 

coevolution, gene flow, parasites, population structure, Red 
Queen hypothesis, sexual reproduction, 2264 

comparative method, evolution, phylogenetic analysis, popula- 
tion genetics, quantitative genetics, systematics, 1404 

complementation, house mouse, mathematical model, meiotic 
drive, polymorphism, population genetics, t haplotypes, 2488 

DNA fingerprinting, minisatellite, morphology, Passerculus sand- 
wichensis, population structure, Savannah sparrow, 1631 

deleterious mutation, evolution, genetic load, inbreeding depres- 
sion, mating system, selfing rate, 1425 
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developmental canalization, epigenetic system, epistatic gene in- 
teractions, gene networks, neutral mutations, transcriptional 
regulators, 1008 

diploid males, euglossine bees, population genetics, social evo- 
lution, 931 

effective population size, genetic drift, inbreeding, nonrandom 
mating, 1786 

evolutionary dynamics, heterogeneous environments, multiple 
loci, reaction norm, 547 

population, genetic correlations, phenotypic correlations, selec- 
tion, 1392 

floral traits, gamete production, gender, maternal effects, popu- 
lation differentiation, quantitative characters, sex allocation, 
2509 

founder effect, frequency-dependent selection, genetic drift, Lyth- 
rum salicaria, population structure, sexual polymorphism, tris- 
tyly, 126 

founder effect, genetic load, inbreeding depression, Peromyscus 
polionotus, 2187 

freshwater snails, genetic polymorphism, microsatellites, self- 
fertilization depression, selfing, 1908 

Gobiidae, nest site, Pomatoschistus minutus, population differ- 
ences, resource abundance, sexual selection, 646 

inbreeding depression, mating system evolution, Pinus sylvestris, 
seed abortion, self-fertilization, Pleistocene refugium, vicari- 
ance biogeography, 195 

mathematical models, shifting-balance theory, 1034 

moving optimum, nonequal gene effects, polymorphism, super- 
cycles, two-locus models, 1432 

orchid, outcrossing, pollen flow, pollination, population genetic 
structure, pseudocopulation, selection, sexual deception, 2207 


PREDATION 


adaptation, escalation, Lake Tanganyika, predation resistance, 
shell microstructure, shell strength, thiarid, gastropods, 672 

adaptation, life-history evolution, mark-recapture, mortality, se- 
lection, size-selective predation, 1651 

age at maturity, development time, food supply, foraging effort, 
growth rate, life history, optimization, predation, size at ma- 
turity, 1052 

amphibian, antipredator behavior, Hyla chrysoscelis, inducible 
defense, morphometry, phenotypic plasticity, polyphenism, 
trade-off, 583 

Carduelinae, nest predation, Parulidae, sexual dichromatism, sex- 
ual dimorphism, sexual selection, 2454 

cyclic parthenogenesis, Daphnia, genetic polymorphism, local 
adaptation, phenotypic plasticity, phototactic behavior, pred- 
ator avoidance, resting eggs, vertical migration, 1293 

developmental stability, Enthomophthora muscae, Musca domes- 
tica, parasitism, sexual selection, 746 


QUANTITATIVE GENETICS 


adaptation, evolution of development, evolutionary computation, 
genetic representations, modularity, pleiotropy, quantitative 
genetics, 967 

additive genetic effects, diallel, gametophytic selection, maternal 
effects, meiotic drive, non-Mendelian inheritance, parental ef- 
fects, pollen performance, 44 

additive genetic variance, epistasis, mouse, population bottle- 
necks, quantitative trait loci, 1042 

additive genetic variance, fitness effects, inbreeding, nonadditive 
genetic variance, realized heritability, selection, 723 

additive genetic variance, food limitation, genotype by environ- 
ment interaction, norms of reaction, phenotypic plasticity, 1358 

additive genetic variance, narrow-sense heritability, natural her- 
itability, quantitatve genetics, 2149 

animal signal, quantitative genetics, social behavior, social com- 
munication, social selection, 512 

antagonistic pleiotropy, genetic correlation, herbivory, Homop- 
tera, host plant adaptation, host specialization, host utilization 
trade-off, insect-plant interactions, 155 

Aphidius ervi, performance curve, quantitative genetics, thermal 
sensitivity, trade-offs, 1560 

asymmetric sexual isolation, Desmognathus ochrophaeus, quan- 
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titative genetics model, reproductive isolation, sexual isolation, 
sexual selection, triple Gaussian model, 1024 

behavior, body mass, cross-fostering, domestication, genetic cor- 
relation, heritability, locomotion, maternal effects, physiology, 
relaxed selection, trade-off, 1688 

body size, development time, fecundity, fitness trade-off, genetic 
correlation, life-history evolution, longevity, selection, 1193 

body size, Drosophila, genetic and environmental components, 
heritability, male mating success, phenotypic selection re- 
sponse, 2530 

Cakile, genetic covariance matrix, leaf size, local adaptation, ret- 
rospective selection analysis, water-use efficiency, 103 

chaos, evolution of sex, population dynamics, quantitative ge- 
netics, 532 

Chlamydomonas reinhardtii, fitness, genetic variance in fitness, 
mutation-selection equilibrium, outcrossing, recombination, 
sex, 1705 

comparative method, evolution, phylogenetic analysis, popula- 
tion genetics, quantitative genetics, systematics, 1404 

density-dependent selection, life history, quantitative genetics, 
reaction norm, selection gradient, 1775 

Dicerandra linearifolia, environmental heterogeneity, genetic 
correlation, genotype-by-environment interaction, phenotypic 
plasticity, programmed developmental change, temperature, 
1111 

enzyme polymorphism, fire ants, phosphoglucomutase, physio- 
logical genetics, selection, social insects, Solenopsis invicta, 
2387 

evolution, genetic correlations, phenotypic correlations, selec- 
tion, 1392 

evolutionary response to selection, floral traits, genetic correla- 
tion, heritability, Jpomopsis aggregata, nectar production, pol- 
linator-mediated selection, 1442 

evolutionary stability, frequency dependence, group structure, 
quantitative genetics, selection differential, 2106 

gametophytic competition, genomic imprinting, maternal effects, 
pollen competition, quantitatve genetics, 2178 

genetic markers, heritability, Mimulus, quantitative genetics, re- 
latedness, 1074 

genetic markers, heritability, quantitative genetics, relatedness, 
1062 

genetic variation, migration, natural selection, quantitative traits, 
1334 

inbreeding, inbreeding depression, Mimulus, natural selection, 
quantitative genetics, self-fertilization, 1501 

Limnodrilus hoffmeisteri, metal adaptation, metals, methallothi- 
onein, oligochaete, quantitative genetics, 1339 


REPTILES 

adaptation, allometry, growth, head size, phenotypic plasticity, 
shape, snake, Vipera berus, 2536 

adaptative radiation, character displacement, geckos, mtDNA, 
Phelsuma, phylogeny, Seychelles, 604 

Anolis, character displacement, evolution of body size, Lesser 
Antilles, linear parsimony, phylogeny, squared-change parsi- 
mony, taxon cycle, 594 

Canary Island lizards, ecogenesis, geographic variation, island 
evolution, morphology, mtDNA sequence, natural selection, 
partial Mantel tests, phylogenesis, phylogeography, selective 
neutrality, 524 

corticosterone, costs of reproduction, gonadotropin, natural se- 
lection, ovarian manipulation, trade-offs, 1299 

costs of reproduction, fecundity, lifetime reproductive success, 
lizards, offspring size, reproduction, reproductive effort, 
snakes, survival, 2111 

egg guarding, lizard, parental care, snake, squamata, viviparity, 
391 


Laceria agilis, incubation period, multiple paternity, offspring 
size and shape, paternal genes, 1328 

opportunity for selection, natural selection, selection analysis, 
sexual selection, survival, turtles, 437 


SELECTION—ARTIFICIAL 
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artificial selection, body size, Drosophila melanogaster, growth 
trajectories, sexual size dimorphism, 1927 

body size, development time, fecundity, fitness trade-off, genetic 
correlation, life-history evolution, longevity, selection, 1193 

cold resistance, Drosophila, environmental stress, hardening, ma- 
ternal effects, selection, 1182 

conscious selection, domestication, energy budget, growth rate, 
intestinal transporters, metabolic rate, organ mass, unconscious 
selection, 1638 


SELECTION—NATURAL 

adaptation, life-history evolution, mark-recapture, mortality, se- 
lection, size-selective predation, 1651 

adaptive divergence, adaptive radiation, genetic correlation, ge- 
netic variance, heritability, natural selection, sticklebacks, 
1766 

allorecognition, Hydractinia symbiolongicarpus, transmission ge- 
netics, 2221 

Canary Island lizards, ecogenesis, geographic variation, island 
evolution, morphology, mtDNA sequence, natural selection, 
partial Mantel tests, phylogenesis, phylogeography, selective 
neutrality, 524 

Carcinus maenas, Littorina obtusata, natural selection, pheno- 
typic plasticity, shell morphology, 448 

causal selection, natural selection, stabilizing selection, 1573 

clutch size, heritability, life history, natural selection, offspring 
size, timing of reproduction, 1314 

corticosterone, costs of reproduction, gonadotropin, natural se- 
lection, ovarian manipulation, trade-offs, 1299 

field experiment, natural selection, Odonata, ontogeny, phenotype 
manipulation, selection differential, selection gradient, 1939 

floral traits, lifetime male fitness, natural selection gradients, pa- 
ternity analysis, Raphanus raphanistrum, wild radish, 1137 

genetic variation, migration, natural selection, quantitative traits, 
1334 

inbreeding, inbreeding depression, Mimulus, natural selection, 
quantitative genetics, self-fertilization, 1501 

lifetime fitness, multiplicative fitness components, natural selec- 
tion gradients, path analysis, Raphanus raphanistrum, wild rad- 
ish, 1127 

sequence, natural selection, partial Mantel tests, phylogenesis, 
phylogeography, selective neutrality, 524 


SELECTION—SEXUAL 

advertisement calls, allozyme variation, genetic variation, geo- 
graphical variation, Physalaemus pustulosus, sexual selection, 
tungara frog, 2435 

Agelaius phoeniceus, experimental feeders, red-winged black- 
birds, sexual size dimorphism, sexual selection, 2049 

Asclepias iuberosa, ESS model, inflorescence design, inflores- 
cence size, milkweed, pollen transfer, sexual selection, size- 
number trade-offs, 2165 

asymmetric sexual isolation, Desmognathus ochrophaeus, quan- 
titative genetics model, reproductive isolation, sexual isolation, 
sexual selection, triple Gaussian model, 1024 

bioacoustics, body size, communication, mate choice, phonotax- 
is, sexual selection, 2400 

body size, coloration, intrasexual competition, mate choice, Odo- 
nata, sexual conflict, sexual selection, 1949 

body size, Gerridae, mating success, selection gradients, sexual 
selection, sexual size dimorphism, wing dimorphism, 1549 

breeding site ecology, Drosophila, inversion polymorphism, life 
cycle components, mating success, natural selection, sexual 
selection, 2095 

Carduelinae, nest predation, Parulidae, sexual dichromatism, sex- 
ual dimorphism, sexual selection, 2454 

courtship feeding, crickets, Gryllodes sigillatus, mate choice, sex- 
ual selection, sperm competition, spermatophore, 694 

Darwin, male-male competition, mate choice, mating systems, 
sexual selection, 1371 

deleterious mutation, direct selection, good genes, mate choice, 
mating preferences, sexual selection, 2125 

developmental! stability, Enthomophthora muscae, Musca domes- 
tica, parasitism, predation, sexual selection, 746 
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Drosophila pseudoobscura, fitness components, selection in na- 
ture, sex ratio, 787 

female choice, good genes, Hygrolycosa rubrofasciata, male vi- 
ability, sexual selection, wolf spider, 1977 

Gasterosteus, hybrid fitness, mating discrimination, reproductive 
isolation, sexual selection, speciation, 2429 

Gobiidae, nest site, Pomatoschistus minutus, population differ- 
ences, resource abundance, sexual selection, 646 

mate choice, parental care, parental investment, sex role reversal, 
sexual selection, 1382 

opportunity for selection, natural selection, selection analysis, 
sexual selection, survival, turtles, 437 

plant mating systems, pollen competition, sexual selection, wild 
radish, 1842 


SEx 

apomixis, evolution of sex, parthenogenesis, phylogeny, poly- 
ploidy, root weevil, 734 

AIDS, HIV, mathematical models, sexual activity, virulence, 916 

Chlamydomonas reinhardtii, fitness, genetic variance in fitness, 
mutation-selection equilibrium, outcrossing, recombination, 
sex, 1705 

clonal diversity, frozen niche variation hypothesis, general-pur- 
pose genotype hypothesis, parthenogenesis, Potamopyrgus an- 
tipodarum, sexual reproduction, 1541 

chaos, evolution of sex, population dynamics, quantitative ge- 
netics, 532 

fishes, hermaphrodite, local mate competition, Serranidea, sex 
allocation, size-assortative mating, 636 

mate choice, parental care, parental investment, sex role reversal, 
sexual selection, 1382 

mealybug, paternal genome loss, sex determination, sex ratio, 
2100 

Bacillus, clonals, genome addition, parental species recreation, 
polyploidy, unisexual diversification, 1251 


SPECIATION 

allorecognition, Hydractinia symbiolongicarpus, transmission ge- 
netics, 2221 

allozyme variation, isolation-by-distance, colonization, extinc- 
tion, morphometrics, Rana pretiosa, range shift, spotted frog, 
374 

allozymes, Coregonus, evolutionary history, mtDNA, 624 

allozymes, habitat selection, host races, parasitism, population 
structure, symbiosis, sympatric differentiation, Synalpheus, 
360 

anadromy, assortative mating, divergent selection, isolating 
mechanisms, kokanee, Oncorhynchus nerka, sockeye, sympat- 
ric populations, 1265 

Antarctic, brooding, echinoderm, echinoid, evolution, extinction, 
larval dispersal, 820 

Bering Strait, biogeography, character evolution, climate, cyto- 
chrome b, invasion, mtDNA, phylogeography, rate of molec- 
ular evolution, vicariance, 2287 


SUBJECT INDEX 


biogeography, crickets, Hawaii, Laupala, mtDNA, phylogeny, ra- 
diation, 237 
bottlenecks, Drosophila mercatorum, founder-flush, genetic tran- 
silience, 909 
cladogenesis, extinction, maximum likelihood, neighbor joining, 
parsimony, phylogenetic tree, tree balance, tree shape, tree 
symmetry, UPGMA, 1418 
community structure, comparative method, ecological invasions, 
habitat selection, molecular phylogeny, regional diversity, 
2461 
comparative method, computer simulation, phylogeny, statistics, 
systematics, 12 
constraints, mass extinctions, phylogenetic effects, sorting, 
trends, Wright’s Rule, 990 
crickets, environmental variability, genetic correlations, geno- 
type-environment interaction, Gryllus pennsylvanicus, life-his- 
tory characters, phenotypic correlations, pleiotropy, 267 
crickets, genetics of species differences, Hawaii, hybridization, 
Laupala, song evolution, 256 
Drosophila pseudoobscura, evolution of isolation, founder prin- 
ciple, genetic drift, 941 
electrophoretic variation, founder principle, genetic divergence, 
Nereis acuminata, polychaetes, speciation, 457 
Eurosta solidaginis, host shifts, intraspecific phylogeography, 
mtDNA, plant-insect interactions, Solidago, 777 
Gasterosteus, hybrid fitness, mating discrimination, reproductive 
isolation, sexual selection, 2429 
grasshopper, hybrid zone, life history, Melanoplus, reproductive 
isolation, 704 
hybrid inviability, hybrid sterility, population subdivision, repro- 
ductive isolation, 1742 
hybridization, imprinting, inbreeding avoidance, mate choice, 
species recognition, 2471 
SYMBIOSIS 
bacteria, Bradyrhizobium, coevolution, electrophoresis, geo- 
graphic variation, legumes, mutualism, plant-microbe inter- 
action, 1470 
bacteria, Bradyrhizobium, coevolution, legumes, linkage dis- 
equilibrium, mutualism, nitrogen fixation, polymorphism, 146 
SYSTEMATICS 
Andes, area of endemism, Aves, Choco, historical biogeography, 
Pleistocene refugia, protein electrophoresis, systematics, vi- 
cariance, 1607 
comparative method, evolution, phylogenetic analysis, popula- 
tion genetics, quantitative genetics, systematics, 1404 
VARIATION 
advertisement calls. allozyme variation, genetic variation, geo- 
graphical variation, Physalaemus pustulosus, sexual selection, 
tungara frog, 2435 
allozymes, effective population number, genetic drift, mtDNA, 
temporal variation, 454 
chloroplast DNA, intraspecific variation, Liriodendron tulipifera, 
Pleistocene refugia, 1147 
electrophoretic variation, founder principle, genetic divergence, 
Nereis acuminata, polychaetes, speciation, 457 
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